
 

Analysis with BD FACSCanto II 

  
 

BD FACSCanto™ II is a widely adopted flow cytometry platform used in both clinical and basic 

research settings for routine and advanced multicolor analyses. The system supports high-

quality, reproducible data acquisition across a broad range of applications. 

Our BD FACSCanto™ II–based services are delivered in compliance with Good Laboratory 

Practice (GLP) standards and are supported by complete Installation Qualification (IQ) and 

Operational Qualification (OQ) documentation, ensuring reliability and regulatory readiness for 

academic, clinical, and institutional research programs. 

 

Why Choose BD FACSCanto™ II? 

✔High-Performance Analytical Capability 

BD FACSCanto™ II is a robust flow cytometry platform designed for both clinical and research 

applications. With the ability to simultaneously detect up to 10 parameters across eight 

fluorescent channels, it enables detailed, high-sensitivity cellular analysis. 

✔Multi-Laser Configuration 

The system is equipped with three excitation lasers (405 nm, 488 nm, and 640 nm), supporting 

advanced multicolor assays and flexible experimental panel design. 

✔GLP-Compliant Operation 

BD FACSCanto™ II operates under Good Laboratory Practice (GLP) standards and is fully 



supported by Installation Qualification (IQ) and Operational Qualification (OQ) certification, 

ensuring regulatory compliance and data reliability. 

✔Institutional and Collaborative Research Support 

With its comprehensive certification framework, the platform supports research activities at IBG, 

DEU, and collaborating external institutions. 

✔GMP-Compatible Quality and Proficiency Testing 

The system enables quality control testing of biologically derived materials produced in 

accordance with GMP principles prior to product release, as well as proficiency testing of cell 

products before cryopreservation and downstream applications. 

 

 

 

 

Flow Cytometry Services | Immunophenotyping & Cell Analysis 

• Flow cytometry–based immunophenotyping  

• Multicolor flow cytometry analysis of cell surface and intracellular markers 

• Intracellular protein and cytokine profiling  

• Apoptosis, cell viability, and cell cycle analysis for functional cell assessment 

• CBA (Cytometric Bead Array) assays for multiplex protein quantification 

• Clinical and translational flow cytometry services supporting biomedical research 

• Gene expression analysis and gene transfer efficiency evaluation, including post-

transfection and post-transduction studies 

 

 

 

 

 

 

 

 

 

 

 

 

 



FACSCanto II Optical Configuration 

 

 

 

 

 

 



Our Workflow Diagram 

 

1. Preliminary Consultation and Experiment Planning – Panel design, fluorochrome 

selection, control strategies 

2. Booking and Sample Preparation – Consulting on staining protocols 

3. Equipment Usage Quality Control – Daily QC and standardized settings 

4. Data Acquisition – GLP-compliant, repeatable measurements 

5. Data Delivery and Advanced Analysis Support – Raw data delivery with FCS file 

extension, consulting on population gateping strategies 
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1. 

Figure 8. (A) Flow cytometry analysis of cellular uptake assay of FITC-labeled unloaded and 

loaded NPs. Both MCF-7 and HEK293T cells were treated with NPs for 3 h. Flow cytometry 

plots show FITC positive cells (green, region P3) and FITC negative cells (blue). 
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Dopamine-Conjugated Bovine Serum Albumin Nanoparticles Containing pH-Responsive 
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Figure 4 TRAIL increases the expression of M1 markers in primary human M0 macrophages at 

the protein level. M0 macrophages were stimulated with 200 ng/ml TRAIL for 8 hours 

(CXCL10/CXCL1) or 18 hours (IDO/CD38/CXCL11). Control groups were left unstimulated. 

(A–D) The production of CXCL10, CXCL1, IDO, and CD38 was analyzed by flow cytometry, 

and the representative plots are included. 
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Sag D (2023) TRAIL promotes the polarization of human macrophages toward a 

proinflammatory M1 phenotype and is associated with increased survival in cancer patients 

with high tumor macrophage content. Front. Immunol. 14:1209249. doi: 

10.3389/fimmu.2023.1209249 

 

 

 

 

 

 

 

 

 

 

 

 



 

3.  

 

Figure 2: Optimization of macrophage differentiation protocol for THP-1 monocytes. (A) 

Comparison of flow cytometric cell features between THP-1 monocytes upon treatment with PMA 

by zebra plots displaying side scatter area (SSC-A) on the y-axis against forward scatter area (FSC-

A) on the x-axis. In this plot, FSC-A is indicative of cell size, while SSC-A reflects the intensity 

of cytoplasmic granularity. (B) Histogram analysis of CD11b-APC corresponding to 

increasing concentration and incubation time of PMA. 
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